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AK045869 4642 bp mRNA linear HTC 02-SEP-2005 

Mus musculua adult male corpora quadrigeznina cDNA, RIKEN 
full-length enriched library, clone :B230315M08 product:MMAC8 
precursor. (MAIR-Ib) , full insert sequence. 

AK045869 

AK045869,1 GI:26337658 
HTC/ CAP trapper. 
Mus musculus (house mouse) 
Mus musculus 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi; 
Mammalia; Butheria; Euarchontoglires; Glires; Rodentia; 
Sciurognathi; MUroidea/ Muridae; Murinae; Mus. 
1 

Carriinci^P. and Hayashizaki, Y. 
High-efficiency full-length cDNA cloning 
Meth. Enzymol. 303, 19-44 (1999) 
10349636 
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Carninci,P., Shibata,Y., Hayatsu,N., Sugahara,Y., Shibata,K.y 

Itoh,M., Konno,H., Okazaki,Y., Muramatsu,Mi and Hayashizaki, Y. 

Normalization and subtraction of cap- trapper-selected cDNAs to 

prepare full-length cDNA libraries for rapid discovery of new genes 

Genome Res, 10 (10), 1617-1630 (2000) 

11042159 
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Nagaoka,S., Sasaki, N., Caminci,?., 
Kitsunai, T, , ■ Tashiro^H. , Itoh,M., 
Sumi,N., Ishii,Y., Nakamura,S., Hazama,M., Nishine,T., Harada,A., 
Yamamoto,R., Matsumoto,H. , Sakaguchi, S . , Ikegami,T., Kashiwagi, K. , 
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Yoneda,Y., Ishikawa,T., Ozawa,K. , Tanaka,T,, Matsuura^S., Kawai,J,, 
Okazaki,Y., Muramatsu, M. , Inoue,Y,, Kira,A. and Hayashizaki,Y. 
RIKEN integrated sequence analysis (RISA) system — 384-format 
sequencing pipeline with 384 multicapillary sequencer 
Genome Res. 10 (11), 1757-17.71 (2000) 
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Arakawa,T., Hara,A., Fukunishi, Y. , Konno,H., Adachi,J., Fukuda,S., 
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FANTOM Consortium 

Functional annotation of a full-length mouse cDNA collection 
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Sultana, R., Takenaka,Y., Taylor, M.S., Teasdale, R.D. , Toinita,M., 
Verardo,R., Wagner, L., Wahle3tedt,C, , Wang,Y,, Watanabe,Y., 
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Itoh,M., Kagawa,I., Miya2aki,A., Sakai,K. , Sasaki, D., Shibata,K., 
Shinagawa,A. , Yasunishi, A. , Yo3hino,M., Waterston,R. , Lander,E.S., 
Rogers, J,, Birney,E. and Hayashizaki, Y. 

PANTOM Consortium; RIKEN Genome Exploration Research Group Phase I 
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Analysis of the mouse transcriptome based on functional annotation 

of 60,770 full-length cDKAs 

Nature 420 (6915), 563-573 (2002) 

12466851 
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Zavolan^M,, Davis, M.J,, Wilroing, L.G. , Aidinis,V., Allen, J. E., 
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Wei,C.L., Yagi,K., Yamanishi, H, , Zabarovsky^E. , Zhu,S,, 2immer,A., 
Hicie,W., Bult,C,, Griinmond,S.M., Teasdale,R.D. , Liu^E.T., 
Bru3ic,V,^ Quackenbush, J. , Wahlestedt, C . , Mattick, J. S , , Hume,D^A.^ 
Kai,C. Sasaki, D. , Tomaru^Y., Fukuda,S., Kanainori-Katayaraa,M. / 
Suzuki, M., Aoki,J., Arakawa,T., Iida,J., Imaniura,K. , Itoh,M., 
Kato,T., Kawaji,H., Kawagashira^N. , Kawashiina,T. , Kojima,M., 
Kondo, S., Konno,H., Nakano,K., Ninoniiya,N. , Nishio,T., Okada,M., 
Plessy,C., Shibata,K., Shiraki,T., Suzuki, S., Tagaini,M, , Waki,K., 
Watahiki;A,, Okamura-Oho, Y. , Suzuki, H.; Kawai,J. and Hayashizaki, Y. 

CONSRTM FANTOM Consortium/ RIKEN Genome Exploration Research Group and 
Genome Science Group (Genome Network Project Core Group) 

TITLE The transcriptional landscape of the mammalian genome 

JOURNAL Science 309 (5740) 1559-1563 (2005) 
PUBMED 16141072 
REFERENCE 7 

AUTHORS Katayama,S., Tomaru^Y., Kasukawa,T., Waki,K., Nakani3hi,M. , 

Nakamura,M., Nishida,H., Yap,C.C., Suzuki, M., Kawai,J., Suzuki, H., 
Carninci,P,, Hayashizaki, Y. , Wells, C, Frith, M., Ravasi,T., 
Pang,K.C*, Hallinan,J., Mattick,J., Hume, D. A., Lipovich,L., 
Batalov, S., Engstrom, P .G, , Mizuno,Y., Faghihi,M.A. , Sandelin,A. , 
Chalk, A.M., Mottagui-Tabar, S . , Liang, Z., Lenhard, B. and 
Wahle3tedt,C . 

CONSRTM RIKEN Genome Exploration Research Group; Genome Science Group 
(Genome Network Project Core Group); FANTOM Consortium 

TITLE Antisense transcription in the mammalian transcriptome 

JOURNAL Science. 309 (5740), 1564-1566 (2005) 
PUBMED 16141073 
REFERENCE 8 (bases 1 to 4642) 

AUTHORS Adachi^J., Aizawa,K. , Akimura,T., Arakawa,T., Bono^H., Carninci,P., 
Fukuda,S., Furuno,M., Hanagaki,T., Hara,A., Hashizume, W. , 
Hayashida, K. , Hayatsu,N., Hiramoto,K. , Hiraoka,T., JIirozane,T. , 
Hor.i,F., Imotani,K., Ishii,Y., Itoh,M., Kagawa, I., Kasukawa,T., 
Katoh,H., Kawai,J., Kojima,Y., Kondo,S.i Konno,H., Kouda,M., 
^ Koya,S., Kurihara,C., Matsuyama,T. , Miyazaki,A., Murata,M., 

Nakaraura,M,, Nishi,K., Nomura, K., Numazaki,R., Ohno,M., Ohsato, N., 
Okazaki, Y,, Saito,R., Saitoh, H., Sakai,C., Sakai,K., Sakazume,N., 
Sano,H., Sasaki, D., Shibata,K. , Shinagawa, A. , Shiraki,T., 
Sogabe,Y., Tagami,M., Tagawa,A., Takahashi, F, , Takaku-Akahira, S;, 
Takeda,Y., Tanaka,T., Tomaru,A. , Toya,T., Yasunishi, A. , 
Muramatsu,M» and Hayashizaki, Y.. 

TITLE Direct Submission 

JOURNAL Submitted (16-JUL-2001) Yoshihide Hayashizaki, The Institute of 
Physical and Chemical Research (RIKEN) , Laboratory for Genome 
Exploration Research Group, RIKEN Genomic Sciences Center (GSC) , 
RIKEN Yokohama Institute; 1-7-22 Suehiro-cho, Tsurumi-ku, Yokohama, 
Kahagawa 230-0045, Japan (E-mail : genome-res@gsc.riken.jp, 
URL :http: //genome. gsc.riken.jp/, Tel: 81-45-503-9222, • 
Fax:81'45-503'-9216) 
COMMENT cDNA library was prepared and sequenced in Mouse Genome 

Encyclopedia Project of Genome Exploration Research Group in Riken 
Genomic Sciences Center and Genome Science Laboratory in RIKEN. 
Division of Experimental Animal Research in Riken contributed to 
prepare mouse tissues. 

Please visit our. web site for further details. 
URL :http: / /genome . gsc. riken.. jp/ 
URL ; ht tp : / /f antom. gsc . ri ken • jp/ . 
FEATURES Location/Qualifiers 
source 1. .4642 

/organism="Mus mus cuius" 

/mol_type°"roRNA" 

/strain="C57BL/6J'! 

/ db_xr e f « " FANTOM_DB : B2 3 03 1 5M0 8 " 

/db xref="MGI:2411249"' 



/db_xref="taxon: 10090" 

/clone«"B230315M08" 

/aex="male" 

/tissue_type»="corpora quadrigemina" 

/clone_lib="RlKEN full-length enriched mouse cDNA library" 
/ de v_3 1 age= " adul t " 
CDS 325. .1281 

/note="iinnained protein product; MMAC8 precursor (MAIR-Ib) 
(UniProt|Q8CFN3, evidence: FASTY, 100%ID, 100%length, 
raatch=954) 
putative" 
/codon_3tart=l 
/protein_id="BAC32515 .1" 

Query Match 96,2%; Score 1665.6; DB 6; Length 4642; 

Best Local Similarity 98,0%/ Pred. No. 0; 

Matches 1717; Conservative 0; Mismatches 34; Indels 1; Gaps 1; 



Qy 1 ACAGAACTGAGGAAAGTCAGAAGCAAMCAGCTAGACACAAAGAAAAGCAGAAGTGGGCT 60 

iliilMlllllllllIf llllltllllltllllllllllllllNlllllMlllli 
bb 179 ACAGAACTGAGGAAAGTCGGAAGCAAAACAGCTAGACACAAAGAAAAGCAGAAGTGGGC- 237 

Qy 61 GTCTCAGAGACTGGCCGTCCCCTAGCGGGACTGAACCGTGGAGCGTCCAGCCGTGGCCTG 120 

I I I I t 1 I I I I I I I I i 1 i i ) i i ( t i I I I i I I I I I I I I I I I I I I M i 1 I I I i I I ( I 1 { 1 1 
Db 238 GTCTCAAAGACTGGCCGTCCCCCAGCGGGACTGAACCGTGGAGCGTCCAGCCGTGGCCTG 297 

Qy 121 CCTGCCGGTGACCCGTGTGTGGGAGAAATGACCCAACTGGCCTCAGCTGTGTGGCTGCCC 180 

liitlllllllllllMMIIIUtillllDIIMMIIIilllDilllliilllill 
Db 298 CCTGCCGGTGACCCGTGTGTGGGAGAAATGACCCAACTGGCCTCAGCTGTGTGGCTGCCC 357 



Qy 181 ACGCTGTTGCTGCTGCTGCTGCTTTTTTGGCTTCCAGGCTGTGTCCCTCTGCATGGTCCC 240 

II I 11 IMI II till II III I III III III IMMMIIIII II 1(11 II I III Nil I 
Db 358 ACACTGTTGCTGCTGCTGCTGCTTTTTTGGCTTCCAGGCTGTGTCCCTCTGCATGGTCCC 417 

Qy 241 AGCACCATGACAGGAAGTGTGGGTCAATCCCTGAGTGTGTCGTGTCAGTATGAGGAGAAA 300 

I I I 1 I II i I II i i I I i I ! 1 III { I M It 1 I I i } i I I 1 I I I I I II I I I i II M II 

Db 418 AGCACCATGTCAGGAAGTGTAGGTGAATCCCTGAGTGTGTCATGTCGATATGAGGAGAAA 477 

Qy • 301 TTTAAGACTAAGGACAAATACTGGTGCAGAGGGTCACTTAAGGTACTGTGCAAAGATATT 360 

II lllllillliinillllMllllllli lllillltif Mil II lllttllll 

Db 478 TTCAAGACTAAGGACAAATACTGGTGCAGAGTGTCACTTAAGATACTATGTAAAGATATT 537 

Qy 361 GTCAAGACCAGCAGCTCAGAAGAAGCTAGGAGTGGCAGAGTGACCATCAGGGACCATCCA 420 

IMMNIIiiniltltNIIIMIIIIiillttl II INI II MM II II II nil! 

Db 538 GTCAAGACCAGCAGCTCAGAAGAAGCTAGGAGTGGCCGAGTGACCATCAGGGACCATCCA 597 

Qy 421 GACAACCTCACCTTCACAGTGACCTATGAGAGCCTCACCCTGGATGATGCAGACACCTAC 480 

IMINNNNN NNNNNNNNNNNINNN .IlilllNIIIIIII 
Db 598 GACAACCTCACCTTTACAGTGACCTATGAGAGCCTCACCCTGGAGGATGCAGACACCTAC 657 

Qy 481 ATGTGTGCGGTGGATATACCAXTTTTCAATGCCCCCTTGGGGCTCGATAAGTACTTCAAG 540 

IIIIIINllllllllll II INI IN i IIIIIIN NNINNNNNN 
Db 658 ATGTGTGCGGTGGATATATCACTTTTTGATGGCTCCTTGGGGTTCGATAAGTACTTCAAG 717 

Qy 541 ATTGAATTGTCTGTGGTTCCAAGTGAGGACCCAGTTTCATCTCCAGGACCAACACTAGAG 600 

INN INNNNNNNNilNNNINNNNNilNNNNNNNN 
Db 718 ATTGAGTTGTCTGTGGTTCCAAGTGAGGACCCAGTTTCATCTCCAGGACCAACACTAGAG 777 

.Qy 601 ACACCTGTGGTGTCCACCAGTCTGCCTACCAAGGGTCCCGCCCTAGGATCCAACACAGAG 660 

. NN II II INIINIII INI INI II III III NNNNNNNIIN.NNINI . 

Db 778 ACACCTGTGGTGTCCACCAGTCTGCCTACCAAGGGTCCCGCCCTAGGATCCAACACAGAG 837 

Qy 661 GACCGCCGTGAGCATGACTATTCCCAGGGCTTGAGGCTCCCAGCGCTGTTGTCTGTGTTA 720 



t II Mini lllllliillllllllllllillMllltlllllMlltlllMtlll 
Db 838 GGCCACCGTGAACATGACTATTCCCAGGGCTTGAGGCTCCCAGCGCTGTTGTCTGTGTTA 897 

Qy 721 GCTCTCCTGCTGTTTCTGTTGGTGGGGACATCTCTGCTGGCCTGGAGGATGTTCCAGAAG 780 

illllllllilllltlllllllllllMI iMIIIIIIIIIilllllllllMIIIIII 
Db 898 GCTCTCCTGCTGTTTCTGTTGGTGGGGACCTCTCTGCTGGCCTGGAGGATGTTCCAGAAG 957 

Qy 781 CGGCTGGTCAAAGCTGATAGGCATCCAGAGCTGTCCCAGAACCTCAGACAGGCTTCTGAG 840 

llllillMllllillllllllliilllll llllllilllllllllillilllllfllll 
Db 958 CGGCTGGTCAAAGCTGATAGGCATCCAGAGCTGTCCCAGAACCTCAGACAGGCTTCTGAG 1017 

Qy 841 CAGAATGAGTGCCAGTATGTGAATTTGCAGCTGCACACGTGGTCTCTGAGGGAAGAGCCG 900 

llllltllMtllMlllillllMllllllllliliillllilllttllllllMllll 
Db 1018 CAGAATGAGTGCCAGTATGTGAATTTGCAGCTGCACACGTGGTCTCTGAGGGAAGAGCCG 1077 

Qy 901 GTGCTACCAAGTCAGGTAGAAGTGGTGGAATATAGCACATTGGCATTACCCCAGGAAGAG 960 

lllllllliillllllllllMllillllllllMllillllMllillllllllilill 
Db 1078 GTGCTACCAAGTCAGGTAGAAGTGGTGGAATATAGCACATTGGCATTACCCCAGGAAGAG 1137 

Qy 961 CTTCACTATTCATCCGTGGCATTCAACTCCCAGAGGCAGGATTCTCACGCCAATGGAGAT 1020 

llltllllllllllllllllllllllllMinillMllllllllllllltllMIIII 
Db . 1138 CTTCACTATTCATCCGTGGCATTCT^CTCCCAGAGGCAGGATTCTCACGCCAATGGA^ 1197 

Qy 1021 TCTCTTCATCAACCTCAGGACCAGAAAGCAGAGTACAGTGAGATCCAGAAGCCCAGAAAA 1080 

nil It II Mil II II II ii I I IN) Mill II III MM II II Mil i id Mi II III 
Db 1198 TCTCTTCATCAACCTCAGGACCAGAAAGCAGAGTACAGTGAGATCCAGAAGCCCAGAAAA 1257 

Qy .1081 GGACTCTCTGACCTTTACCTGTGACTCCTTGTCACCTGATCCTCTCAGTGGTGACTACCA 1140 

MMIMMMMMMMIMIMMMMMMMMMIMMMMMMMMM 
Db 1258 GGACTCTCTGACCTTTACCTGTGACTCCTTGTCACCTGATCCTCTCAGTGGTGACTACCA 1317 

Qy 1141 GGTTCCAAGGCTCCCTGCTGGCTGCTGCCCTCAATGTCATGAGCCTCAGTGGCTTCACTA 1200 

IMIIIIIIIIIIIillliMIIMIlMniMllllillllllllllMlllllilll 
Db . 1318 GGTTCCAAGGCTCCCTGCTGGCTGCTGCCCTCAATGTCATGAGCCTCAGTGGCTTCACTA 1377 

Qy 1201 AAGATGAGCAGGAGCCAGGGCTCTGTGGGCACAGTCTCATCCGACTGGCTCTCTCCTCTT 1260 

M i M M M M II II II II II I I M M M II II II II I i II II II II I II II II I II 11 I 
Db 1378 AAGATGAGCAGGAGCCAGGGCTCTGTGGGCACAGTCTCATCCCACTGGCTCTCTCCTCTT 1437 

Qy ' 1261 AGCCTGTATTTTGTTCTGCCTCTGGGTGTGGAAGACATCGATGCTGCTCTTTTGGGGCTC 1320 

IIIMIItlillllltlMMIIfniMIIIMIIIIIIIIIIMMIIIIIIIIIMI 

Db 1438 AGCCTGTATTTTGTTCTGCCTCTGGGTGTGGAAGACATCGATGCTGCTCTTTTGGGGCTC 1497 

Qy 1321 TGGGAATTGACATGGTTCGTATAGAACGGTACTTGTGTTAGTTAGCTTTGTAGTGTCAGT 1380 

M M I II M M II II II II II II II II MM M II I II II II II I I II I M II M II M I 
Db 1498 TGGGAATTGACATGGTTCGTATAGAACGGTACTTGTGTTAGTTAGCTTTGTAGTGTCAGT 1557 

Qy 1381 CCAGGAftGAACATCTGTGGTCACTGGGAAAGTGGGGGACCCATGAGACTACAAAGGAAGG 1440 

M M M II M M I M II II M II i II II ii II M II 1 11 M I II M M i I M II 11 1 I II 
Db 1558 CCAGGAAGAACATCTGTGGTCACTGGGAAAGTGGGGGACCCATGAGACTACAAAGGAAGG 1617 

Qy 1441 GGAGTCATGGAGGTACTAAACACCAACTCCTTCATCTCACAGAGAAAAAAACCTAAGCTC 1500 

iiiiii iiiinitiiMiMMiMiiiMMniMMinnnnMninini 

Db 1618 GGAGTCATGGAGGTACTAAACACCAACTCCTTCATCTCACAGAGAAAAAAACCTAAGCTC 1677 

Qy 1501 TGAGGACAAAAGCCTGGCCCGTGGCACCAAGGTCAGGGGCAAATTCCTCTGGACTCATTT 1560 

I 1 M M II I i II II M II I I II I It II Mil II 11 II I II Ii II 11 II II II II 11 II II 
Db 1678 TGAGGACAAAAGCCTGGCCCGTGGCACCAAGGTCAGGGGCAAATTCCTCTGGACTCATTT 1737 



Qy 

Db 



1561 TTATTTTTATTTTTTGTTTTTTGAGACAGGGTCTCTCTGTGTAGCTTTGGCTGTCCTGGA 1620 

I M I M I II M M M II II 11 II II 11 M M M M I II II II M II M II M M II t M I 
1738 TTATTTTTATTTTTTGTTTTTTGAGACAGGGTCTCTCTGTGTAGCTTTGGCTGTCCTGGA 1797 
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lllllllllll 1 11 lltllllllt lllllltltlllllllllll'llltllltlllt 
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ACTCACTCTGTGAwCCGGAATGGCCTCGGACT 


1857 


Qy 


1681 


AAGGTGTGTGCCACAATGCCTGGCTTCTCTGAATTCTTAAGTAAAAGATGAAATAAAGTT 


1740 






lllilllliilllllll.|illillliitlM(ltlllilillllll||lllll|)}))|| 




Db 


1858 


AAGGTGTGTGCCACAATGCCTGGCTTCTCTGAATTCTTAAGTAAAAGATGAAATAAAGTT 


1917 


Qy 


1741 


TATAATATCTTT 1752 








1 1 1 1 1 1 1 1 1 1 1 1 - 




Db 


1918 


TATAATATCTTT 1929 





